Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.001 Å; R factor = 0.031; wR factor = 0.081; data-to-parameter ratio = 26.3.
Experimental
Crystal data C 6 H 12 N 4 OS M r = 188.26 Triclinic, P1 a = 5.5205 (1) Å b = 8.6077 (2) Å c = 9.5650 (2) Å = 79.750 (1) = 89.509 (1) = 85.083 (1) V = 445.61 (2) Å 3 Z = 2 Mo K radiation = 0.32 mm À1 T = 100 K 0.51 Â 0.25 Â 0.07 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.854, T max = 0.978 12035 measured reflections 3256 independent reflections 2920 reflections with I > 2(I) R int = 0.020 Refinement R[F 2 > 2(F 2 )] = 0.031 wR(F 2 ) = 0.081 S = 1.08 3256 reflections 124 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.40 e Å À3 Á min = À0.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày; Àz þ 1; (ii) x À 1; y; z þ 1; (iii) x þ 1; y; z; (iv) Àx; Ày þ 1; Àz þ 1.
Data collection: APEX2 (Bruker, 2005) ; cell refinement: SAINT (Bruker, 2005) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ). and pharmacological activities related to specific structures as well as chemical properties (Cowley et al., 2002; Ming, 2003; Lobana et al., 2007; Lobana et al., 2004) . In this paper we report the crystal structure of (E)-2-((E)-3-(hydroxyimino)butan-2-ylidene)-N-methylhydrazinecarbothioamide ( Fig. 1 ).
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In the title compound, C 6 H 12 N 4 OS, butane is the longest carbon-carbon chain with the oxime group bound to C2 and the 4-methyl-3-thiosemicarbazide moiety bound to C3. The two methyl groups C1 and C4 are trans to each other. The torsion angles of the chains (O1/N1/C2/C3), (C1/C2/C3/C4) and (N2/N3/C5/N4) are 178.35 (8)°, -176.26 (10)° and -5.71 (13)°, respectively, indicating the near-planarity of the molecular backbone. All bond lengths and angles are normal (Allen et al., 1987) .
Cyclic intramolecular N4-H1N4···N2, C1-H1B···N2 and C4-H4B···N1 hydrogen-bonding interactions [graph set S(5), (Bernstein et al., 1995) ] are present (Table 1) with the latter two being notably weaker than the first. In the crystal molecules are connected through intermolecular O1-H1O1···S1 hydrogen bonds into infinite one-dimensional chains which propagate along [1 0 -1]. In addition, intermolecular N3-H1N3···S1, C4-H4A···S1 and C6-H6A···O1 hydrogen bonds associate these chains into sheets while the sheets are tied together via C4-H4C···O1 interactions (Fig. 2 , Table 1 ). As a consequence of the C4-H4A···S1 and C4-H4C···O1 interactions, a rather short H4B-H4B contact is forced between adjacent molecules in the sheet.
Experimental
To a hot stirred solution of 2,3-butanedione monoxime (1.01 g, 10 mmole) in ethanol (20 ml) containing a few drops of glacial acetic acid was added 4-methyl-3-thiosemicarbazide (1.05 g, 10 mmole) dissolved in ethanol (20 ml). The reaction mixture was then heated under reflux for 3 h. The mixture was filtered and left to cool, the resulting white solid was collected by suction filtration and washed with cold EtOH. The white crystals were grown from ethanol soultion by slow evaporation at room temperature, yield, 78.8%, m.p., 487.5-490 K.
Refinement N and O bound H atoms were located in a difference Fourier map and were refined freely. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.98 and U iso (H) = 1.5U eq (C) for methyl groups.
The highest residual electron density peak is located 0.63 Å from C2 and the deepest hole is located 0.68 Å from C4. Fig. 1 . The molecular structure of the title compound with 50% probability displacement ellipsoids and the atom-numbering scheme. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.94334 (4) 0.16073 (3) 0.30007 (2) 0.01590 (7) 
